
 

50 

DAFTAR PUSTAKA 

Ale, E. C., & Binetti, A. G. (2021). Role of Probiotics, Prebiotics, and Synbiotics in 

the Elderly: Insights into Their Applications. Frontiers in Microbiology, 12. 

https://doi.org/10.3389/fmicb.2021.631254  

Al-Tamimi, M., Palframan, R., Cooper, J., Gibson, G., & Rastall, R. (2006). In vitro 

fermentation of sugar beet arabinan and arabino-oligosaccharides by the human 

gut microflora. Journal of Applied Microbiology, 100(2), 407-

414.https://doi.org/10. 1111/j.1365-2672.2005.02780.x 

Atilola, O. A., Ibrahim, S., & Song, D. (2010). Optimizing growth of lactobacillus 

reuteri in phytone peptone‐tryptone‐glucose medium by using response surface 

methodology. The FASEB Journal, 24(S1). https://doi.org/10.1096 

/fasebj.24.1_supplement.lb268 

Amaretti, A., Tamburini, E., Bernardi, T., Pompei, A., Zanoni, S., Vaccari, G., 

Matteuzzi, D., & Rossi, M. (2006). Substrate preference of Bifidobacterium 

adolescentis MB 239: Compared growth on single and mixed carbohydrates. 

Applied Microbiology and Biotechnology, 73(3), 654-662. 

https://doi.org/10.1007/s00253-006-0500-9 

Akiyama, T., Kimura, K., & Hatano, H. (2015). Diverse galactooligosaccharides 

consumption by bifidobacteria: Implications of β-galactosidase—LacS operon. 

Bioscience, Biotechnology, and Biochemistry, 79(4), 664-672. 

https://doi.org/10.1080/09168451.2014.987204 

Abdelhamid, A. G., El-Masry, S. S., & El-Dougdoug, N. K. (2019). Probiotic 

lactobacillus and Bifidobacterium strains possess safety characteristics, 

antiviral activities and host adherence factors revealed by genome mining. 

EPMA Journal, 10(4), 337-350. https://doi.org/10.1007/s13167-019-00184-z 

Biavati, B., Bottazzi, V., Morelli, L., Schiavi, C. 2011. Bifidobacteria.  

Microorganisms as health supporters, the alce molecular laboratory.pp .10–33. 

Bury, D., Jelen, P., & Kaláb, M. (2001). Disruption of lactobacillus delbrueckii SSP. 

bulgaricus 11842 cells for lactose hydrolysis in dairy products: A comparison 

of sonication, high-pressure homogenization and bead Milling. Innovative 

Food Science & Emerging Technologies, 2(1), 23-29. https://doi.org/10.101 

6/s1466-8564(00)00039-4 

Blaak, E. E., Canfora, E. E., Theis, S., Frost, G., Groen, A. K., Mithieux, G., Nauta, 

A., Scott, K., Stahl, B., van Harsselaar, J., van Tol, R., Vaughan, E. E., & 

Verbeke, K. (2020). Short chain fatty acids in human gut and metabolic health. 

Beneficial Microbes, 11(5), 411–455. https://doi.org/10.3920/bm2020.0057  

Baer, D. J., Stote, K. S., Henderson, T., Paul, D. R., Okuma, K., Tagami, H., 

Kanahori, S., Gordon, D. T., Rumpler, W. V., Ukhanova, M., Culpepper, T., 

https://doi.org/10.1111/j.1365-2672.2005.02780.x
https://doi.org/10.1096/fasebj.24.1_supplement.lb268
https://doi.org/10.1096/fasebj.24.1_supplement.lb268
https://doi.org/10.1007/s00253-006-0500-9
https://doi.org/10.1080/09168451.2014.987204
https://doi.org/10.1007/s13167-019-00184-z
https://doi.org/10.1016/s1466-8564(00)00039-4
https://doi.org/10.1016/s1466-8564(00)00039-4


 

51 

Wang, X., & Mai, V. (2014). The Metabolizable Energy of Dietary Resistant 

Maltodextrin Is Variable and Alters Fecal Microbiota Composition in Adult 

Men. The Journal of Nutrition, 144(7), 1023–1029. https://doi.org/10. 

3945/jn.113.185298  

Cantu-Jungles, T. M., & Hamaker, B. R. (2020). New View on Dietary Fiber 

Selection for Predictable Shifts in Gut Microbiota. MBio, 11(1). 

https://doi.org/10.1128/mbio.02179-19  

Chang, K. J. (2020). Isolasi dan identifikasi bakteri Bifidobacterium sp. dari starter 

culture yogurt dan suplemen bion 3. Skripsi Universitas Pelita Harapan.  

Cao, P., Wu, L., Wu, Z., Pan, D., Zeng, X., Guo, Y., & Lian, L. (2019). Effects of 

oligosaccharides on the fermentation properties of lactobacillus plantarum. 

Journal of Dairy Science, 102(4), 2863-2872. 

https://doi.org/10.3168/jds.2018-15410 

Crittenden R, Karppinen S, Ojanen S, Tenkanen M, Fagerstrom R, Matto J, Saarela 

M, Mattila-Sandholm T, Poutanen K. In vitro fermentation of cereal dietary 

fibre carbohydrates by probiotic and intestinal bacteria. J Sci Food Agric. 

2002;82:781–789. 

Corsetti, A., & Valmorri, S. (2011). Lactic acid bacteria | Lactobacillus spp.: 

Lactobacillus plantarum. Encyclopedia of Dairy Sciences, 111-118. 

https://doi.org/10.1016/b978-0-12-374407-4.00263-6 

Cui, Y., & Qu, X. (2021). Genetic mechanisms of prebiotic carbohydrate metabolism 

in lactic acid bacteria: Emphasis on Lacticaseibacillus casei and 

Lacticaseibacillus paracasei as flexible, diverse and outstanding prebiotic 

carbohydrate starters. Trends in Food Science & Technology, 115, 486-499. 

https://doi.org/10.1016/j.tifs.2021.06.058 

Chen, C., Zhao, G., Chen, W., & Guo, B. (2015). Metabolism of 

Fructooligosaccharides in lactobacillus plantarum ST-III via differential gene 

transcription and alteration of cell membrane fluidity. Applied and 

Environmental Microbiology, 81(22), 7697-7707.https://doi.org 

/10.1128/aem.02426-15 

de Vrese M., & Schrezenmeir J. 2008. Probiotics, prebiotics, and synbiotics. Advance 

Biochemical Enginered Biotechnology, 111:1–66. 

Delzenne, N. M., Olivares, M., Neyrinck, A. M., Beaumont, M., Kjølbæk, L., Larsen, 

T. M., Benítez-Páez, A., Romaní-Pérez, M., Garcia-Campayo, V., Bosscher, 

D., Sanz, Y., & Van der Kamp, J. (2020). Nutritional interest of dietary fiber 

and prebiotics in obesity: Lessons from the MyNewGut consortium. Clinical 

Nutrition, 39(2), 414-424. https://doi.org/10.1 016/j.clnu.2019.03.002 

https://doi.org/10.1128/mbio.02179-19
https://doi.org/10.3168/jds.2018-15410
https://doi.org/10.1016/b978-0-12-374407-4.00263-6
https://doi.org/10.1016/j.tifs.2021.06.058
https://doi.org/10.1016/j.clnu.2019.03.002


 

52 

Dhanashree, Rajashekharan, S., Krishnaswamy, B., & Kammara, R. (2017). Bifid 

Shape Is Intrinsic to Bifidobacterium adolescentis. Frontiers in Microbiology, 

8. https://doi.org/10.3389/fmicb.2017.00478  

de Graaf A. A., & Venema, K. 2008. Gaining insight into microbial physiology in 

the large intestine: a special role for stable isotopes. Advance Microbiology 

Physiology, 53: 73–168 

Egan, M., & Van Sinderen, D. (2018). Carbohydrate metabolism in Bifidobacteria. 

The Bifidobacteria and Related Organisms, 145-164. 

https://doi.org/10.1016/b978-0-12-805060-6.00008-9 

Elison, E.; Vigsnaes, L.K.; Rindom Krogsgaard, L.; Rasmussen, J.; Sørensen, N.; 

McConnell, B.; Hennet, T.; Sommer, M.O.A.; Bytzer, P. Oral supplementation 

of healthy adults with 20-O-fucosyllactose and lacto-N-neotetraose is well 

tolerated and shifts the intestinal microbiota. Br. J. Nutr. 2016, 116, 1356–

1368. 

Espinosa, R. M., Tamez, M., Prieto, P. 2007. Prebiotics to emulate human milk 

oligosaccharides. British Journal of Nutrition, 98:74–79. 

Ejby M, Fredslund F, Vujicic-Zagar A, Svensson B, Slotboom DJ, Abou Hachem M. 

2013. Structural basis for arabinoxylo-oligosaccharide capture by the probiotic 

Bifidobacterium animalis subsp. lactis Bl-04. Mol. Microbiol. 90:1100–12 

Forest, V., M. Clement, F. Pierre, K. Meflah, and J. Menanteau. 2003. Butyrate 

restores motile function and actin cytoskeletal network integrity in apc mutated 

mouse colon epithelial cells. Nutrition and Cancer, 45:84–92. 

Fraser, D., & Powell, R. E. (1950). The kinetics of trypsin digestion. Journal of 

Biological Chemistry, 187(2), 803-820. https://doi.org/10.1016/s0021-

9258(18)56227-x 

Flint, H. J., Scott, K. P., Duncan, S. H., Louis, P., & Forano, E. (2012). Microbial 

degradation of complex carbohydrates in the gut. Gut Microbes, 3(4): 289–306.  

Fastinger ND, Karr-Lilienthal LK, Spears JK, Swanson KS, Zinn KE, Nava GM, 

Ohkuma K, Kanahori S, Gordon DT, Fahey GC Jr. A novel resistant 

maltodextrin alters gastrointestinal tolerance factors, fecal characteristics, and 

fecal microbiota in healthy adult humans. J Am Coll Nutr. 2008;27:356–66. 

Fushinobu, S. 2010. Unique Sugar Metabolic Pathways of Bifidobacteria. 

Bioscience, Biotechnology and Biochemistry, 74(12), 2374–2384.  

Gourbeyre, P., Denery, S., Bodinier, M., 2011. Probiotics, prebiotics, and synbiotics: 

impact on the gut immune system and allergic reactions. Journal of  Leukocyte 

Biology, 89:685–695. 

https://doi.org/10.1016/b978-0-12-805060-6.00008-9
https://doi.org/10.1016/s0021-9258(18)56227-x
https://doi.org/10.1016/s0021-9258(18)56227-x


 

53 

Gao, S., Hothersall, J., Wu, J., Murphy, A. C., Song, Z., Stephens, E. R., Thomas, C. 

M., Crump, M. P., Cox, R. J., Simpson, T. J., & Willis, C. L. (2014). 

Biosynthesis of Mupirocin by pseudomonas fluorescens NCIMB 10586 

involves parallel pathways. Journal of the American Chemical Society, 

136(14), 5501-5507. https://doi.org/10.1021/ja501731p 

Ghoddusi, H.B., Tamime, A.Y., 2014. Microflora of the Intestine: Biology of 

Bifidobacteria. In: Batt, C.A., Tortorello, M.L. Encyclopedia of Food 

Microbiology, vol 2. Elsevier Ltd, Academic Press, pp. 639–645. ISBN: 

9780123847300 

Garrido, D.; Barile, D.; Mills, D.A.Amolecular basis for bifidobacterial enrichment 

in the infant gastrointestinal tract. Adv. Nutr. 2012, 3, 415S–421S.  

Goh, Y. J., & Klaenhammer, T. R. (2015). Genetic mechanisms of prebiotic 

Oligosaccharide metabolism in probiotic microbes. Annual Review of Food 

Science and Technology, 6(1), 137-156. https://doi.org/10.1146/annure v-food-

022814-015706 

Grimoud, J., Durand, H., De Souza, S., Monsan, P., Ouarné, F., Theodorou, V., & 

Roques, C. (2010). In vitro screening of probiotics and synbiotics according to 

anti-inflammatory and anti-proliferative effects. International Journal of Food 

Microbiology, 144(1), 42-50. 

https://doi.org/10.1016/j.ijfoodmicro.2010.09.007 

Ganzle, M.(2011). Lactose and OligosaccharidesLactose: Galacto-oligosaccharides. 

Encyclopedia of Dairy Sciences, 209-216. Http s://doi.org/10.1016/b978-0-12-

374407-4.00276-4 

Gänzle, M. G. (2015). Lactic metabolism revisited: Metabolism of lactic acid bacteria 

in food fermentations and food spoilage. Current Opinion in Food Science, 2, 

106-117. https://doi.org/10.1016/j.cofs.2015.03.001 

Gänzle, M. G., & Follador, R. (2012). Metabolism of Oligosaccharides and starch in 

lactobacilli: A review. Frontiers in Microbiology, 3. https://doi.org/10.3 

389/fmicb.2012.00340 

Gibson, G. R., Roberfroid, M. B. 1995. Dietary modulation of the human colonic 

microbiota: introducing the concept of prebiotics. Journal of  Nutrition, 125:14 

01–1412. 

Gibson, G., & Wang, X. (1994). Bifidogenic properties of different types of fructo-

oligosaccharides. Food Microbiology, 11(6), 491-498.https://doi.org/10. 

1006/fmic.1994.1055 

Gibson GR, Scott KP, Rastall RA, Tuohy KM, Hotchkiss A, et al. 2010. Dietary 

prebiotics: current status and new definition. Food Sci. Technol. Bull. Funct. 

Foods 7:1–19 

https://doi.org/10.1021/ja501731p
https://doi.org/10.1146/annurev-food-022814-015706
https://doi.org/10.1146/annurev-food-022814-015706
https://doi.org/10.1016/j.ijfoodmicro.2010.09.007
https://doi.org/10.1016/b978-0-12-374407-4.00276-4
https://doi.org/10.1016/b978-0-12-374407-4.00276-4
https://doi.org/10.1016/j.cofs.2015.03.001
https://doi.org/10.3%20389/fmicb.2012.00340
https://doi.org/10.3%20389/fmicb.2012.00340
https://doi.org/10.%201006/fmic.1994.1055
https://doi.org/10.%201006/fmic.1994.1055


 

54 

Gibson, G. R., Probert, H. M., Loo, J. V., Rastall, R. A., Roberfroid, M. B. 2004. 

Dietary modulation of the human colonic microbiota: updating the concept of 

prebiotics. Nutrition Research Reviews, 17:259–275. 

Gibson, G. R. (2004). From Probiotics to Prebiotics and a healthy digestive system. 

Journal of Science, 69(5), 141-143.  

Gibson, G. R. (2004). Dietary Modulation of Human Gut microflora using the 

prebiotics oligofructose and inulin. The American Society for Nutritional 

Sciences, 129: 1438-1441.  

Gibson , G. R., McCartney, A, L., Rastall, R. L., (2005). Prebiotic and resistance of 

gastrointestinal infections. British Journal of Nutrition, 93(1):831-834. 

Gibson, G. R., Roberfoid, M. B., (2008). Handbook of Prebiotics. Florida: Talor and 

Francis Group, LLC.  

Hutkins, R., Krumbeck, J., Bindels, L., Cani, P., Fahey, G, Jr., Goh Y. 2016. 

Prebiotics: why definitions matter. Current Opinion in Biotechnology, 37:1–7. 

Hennet, T., Weiss, A., Borsig, L. (2014). Decoding breast milk oligosaccharides. 

Swiss Medical Weekly, 111:13027. 

Hammes, W. P., & Hertel, C. (2006). The genera lactobacillus and Carnobacterium. 

The Prokaryotes, 320-403. https://doi.org/10.1007/0-387-30744-3_10 

Hoover, D. (2014). Bifidobacterium. Encyclopedia of Food Microbiology, 216-222. 

https://doi.org/10.1016/b978-0-12-384730-0.00033-1 

Husain, I., J. A. Poupard, and R. F. Norris. 1972. Influence of nutrition on the 

morphology of a strain of Bifidobacterium bifidum. J. Bacteriol. 111:841-844.  

Holdeman, L. V., E. P. Cato, and W. E. C. Moore. (1977). Anaerobe laboratory 

manual, 4th ed. Virginia Polytechnic Institute and State University, Blacksburg 

Hofman, D. L., van Buul, V. J., & Brouns, F. J. (2015). Nutrition, Health, and 

Regulatory Aspects of Digestible Maltodextrins. Critical Reviews in Food 

Science and Nutrition, 56(12), 2091–2100. 

https://doi.org/10.1080/10408398.2014.940415  

Iqbal, S., Nguyen, T., Nguyen, T. T., Maischberger, T., & Haltrich, D. (2010). β-

galactosidase from lactobacillus plantarum WCFS1: Biochemical 

characterization and formation of prebiotic galacto-oligosaccharides. 

Carbohydrate Research, 345(10), 1408-1416. 

https://doi.org/10.1016/j.carres.2010.03.028 

Janer, C., Rohr, L. M., Peláez, C., Laloi, M., Cleusix, V., Requena, T., & Meile, L. 

(2004). Hydrolysis of Oligofructoses by the Recombinant β-

Fructofuranosidase from Bifidobacterium lactis. Systematic and Applied 

Microbiology, 27(3), 279–285. https://doi.org/10.1078/0723-2020-00274  

https://doi.org/10.1007/0-387-30744-3_10
https://doi.org/10.1016/b978-0-12-384730-0.00033-1
https://doi.org/10.1016/j.carres.2010.03.028


 

55 

James, K., Motherway, M. O., Bottacini, F., & Van Sinderen, D. (2016). 

Bifidobacterium breve UCC2003 metabolises the human milk oligosaccharides 

lacto-N-tetraose and lacto-N-neo-tetraose through overlapping, yet distinct 

pathways. Scientific Reports, 6(1). https://doi.org/10.1038/srep38560 

Kelly, G. 2008. Inulin-type prebiotics a review: part 1. Alternative Medicine 

Reviews,13(4):315-29.  

Kim, Y. (2021). Identifikasi dan Karakterisasi isolat SU-KC1a dari Air Susu Ibu. 

Skripsi Universitas Pelita Harapan.  

Kindangen, W. (2021). Analisis gen-gen enzim pemecah karbohidrat isolat SU-

KC1a. Skripsi Universitas Pelita Harapan.  

Kawasaki, S., Watanabe, M., Fukiya, S., & Yokota, A. (2018). Stress responses of 

Bifidobacteria: Oxygen and bile acid as the stressors. The Bifidobacteria and 

Related Organisms, 131-143. https://doi.org/10.1016/b97 8-0-12-805 060-

6.00007-7 

Kitaoka, M. (2012). Bifidobacterial Enzymes Involved in the Metabolism of Human 

Milk Oligosaccharides. Advances in Nutrition, 3(3). 

https://doi.org/10.3945/an.111.001420 

Kumar, H., Collado, M. C., Wopereis, H., Salminen, S., Knol, J., & Roeselers, G. 

(2020). The Bifidogenic effect revisited—Ecology and health perspectives of 

Bifidobacterial colonization in early life. Microorganisms, 8(12), 1855. 

https://doi.org/10.3390/microorganisms8121855 

Kumar, P., & Dubey, K. K. (2019). Current perspectives and future strategies for 

Fructooligosaccharides production through membrane bioreactor. Applied 

Microbiology and Bioengineering, 185-202. https://doi.org/10.1016/b978-0-1 

2-815407-6.00010-1 

Kaplan, H., & Hutkins, W. R. 2000. Fermentation of Fructooligosaccharides by 

Lactic Acid Bacteria and Bifidobacteria. Department of Food Science and 

Technology.pp. 2682-2684. 

Koskiniemi, S., Sun, S., Berg, O. G., & Andersson, D. I. (2012). Selection-Driven 

Gene Loss in Bacteria. PLoS Genetics, 8(6). 

https://doi.org/10.1371/journal.pgen.1002787  

Kiyohara M, Nakatomi T, Kurihara S, Fushinobu S, Suzuki H, et al. 2012. α-N-

acetylgalactosaminidase from infant-associated bifidobacteria belonging to 

novel glycoside hydrolase family 129 is implicated in alternative mucin 

degradation pathway. J. Biol. Chem. 287:693–700 

Kleerebezem, M., Boekhorst, J., Van Kranenburg, R., Molenaar, D., Kuipers, O. P., 

Leer, R., Tarchini, R., Peters, S. A., Sandbrink, H. M., Fiers, M. W., Stiekema, 

W., Lankhorst, R. M., Bron, P. A., Hoffer, S. M., Groot, M. N., Kerkhoven, R., 

https://doi.org/10.1038/srep38560
https://doi.org/10.3390/microorganisms8121855


 

56 

De Vries, M., Ursing, B., De Vos, W. M., … Siezen, R. J. (2003). Complete 

genome sequence of lactobacillus plantarum WCFS1. Proceedings of the 

National Academy of Sciences, 100(4), 1990-1995. 

https://doi.org/10.1073/pnas.0337704100 

Lee, J.-H., & O'Sullivan, D. J. (2010). Genomic Insights into Bifidobacteria. 

Microbiology and Molecular Biology Reviews, 74(3), 378–416. 

https://doi.org/10.1128/mmbr.00004-10  

Lahtinen, S., Ouwehand, A. C., Salminen, S., & Wright, A. V. (2011). Lactic acid 

bacteria: Microbiological and functional aspects (4th ed.). CRC Press. 

Lu, Y., Song, S., Tian, H., Yu, H., Zhao, J., & Chen, C. (2018). Functional analysis 

of the role of CcpA in lactobacillus plantarum grown on fructooligosaccharides 

or glucose: A transcriptomic perspective. Microbial Cell Factories, 17(1). 

https://doi.org/10.1186/s12934-018-1050-4 

Li, S., Watanabe, K., Hsu, C., Chao, S., Yang, Z., Lin, Y., Chen, C., Cao, Y., Huang, 

H., Chang, C., & Tsai, Y. (2017). Bacterial composition and diversity in breast 

milk samples from mothers living in taiwan and mainland china. Frontiers In 

Microbiology, 8(965), 1-15. 

Lambertz, J., Weiskirchen, S., Landert, S., & Weiskirchen, R. (2017). Fructose: A 

Dietary Sugar in Crosstalk with Microbiota Contributing to the Development 

and Progression of Non-Alcoholic Liver Disease. Frontiers in Immunology, 8. 

https://doi.org/10.3389/fimmu.2017.01159  

Mentschel, J., & R. Claus. 2003. Increased butyrate formation in the pig colon by 

feeding raw potato starch leads to a reduction of colonocyte apoptosis and a 

shift to the stem cell compartment. Metabolism, 52:1400–1405. 

Miller, P. H., Wiggs, L. S., & Miller, J. M. (1995). Evaluation of AnaeroGen system 

for growth of anaerobic bacteria. Journal of Clinical Microbiology, 33(9), 

2388-2391. https://doi.org/10.1128/jcm.33.9.2388-2391.1995 

Marco, M. L., De Vries, M. C., Wels, M., Molenaar, D., Mangell, P., Ahrne, S., De 

Vos, W. M., Vaughan, E. E., & Kleerebezem, M. (2010). Convergence in 

probiotic lactobacillus gut-adaptive responses in humans and mice. The ISME 

Journal, 4(11), 1481-1484. https://doi.org/10.1038/ismej.2010.61 

Mazzeo, M. F., Cacace, G., Peluso, A., Zotta, T., Muscariello, L., Vastano, V., 

Parente, E., & Siciliano, R. A. (2012). Effect of inactivation of ccpA and 

aerobic growth in lactobacillus plantarum: A proteomic perspective. Journal of 

Proteomics, 75(13), 4050-4061. https://doi.org/10.1016/j.jprot.2012.05.019 

Mei, G., Carey, C. M., Tosh, S., & Kostrzynska, M. (2011). Utilization of different 

types of dietary fibres by potential probiotics. Canadian Journal of 

Microbiology, 57(10), 857-865. https://doi.org/10.1139/w11-077 

https://doi.org/10.1073/pnas.0337704100
https://doi.org/10.1186/s12934-018-1050-4
https://doi.org/10.1128/jcm.33.9.2388-2391.1995
https://doi.org/10.1038/ismej.2010.61
https://doi.org/10.1016/j.jprot.2012.05.019
https://doi.org/10.1139/w11-077


 

57 

Mattarelli, P., & Biavati, B. (2018). Species in the genus Bifidobacterium. The 

Bifidobacteria and Related Organisms, 9-48. https://doi.org/10.1016/b97 8-0-

12-805060-6.00002-8 

Modesto, M. (2018). Isolation, cultivation, and storage of Bifidobacteria. The 

Bifidobacteria and Related Organisms, 67-98. https://doi.org/10.101 6/b978-

0-12-805060-6.00004-1 

Margolles, A., & de los Reyes-Gavilán Clara G. (2003). Purification and Functional 

Characterization of a Novel α- l -Arabinofuranosidase from Bifidobacterium 

longum B667. Applied and Environmental Microbiology, 69(9), 5096–5103. 

https://doi.org/10.1128/aem.69.9.5096-5103.2003  

McCartney, A. L. (2003). Bifidobacteria in Foods. Encyclopedia of Food Sciences 

and Nutrition, 463–470. https://doi.org/1 0.1016/b0-12-227055-x/00094-8  

Maddalena, R., Corradini, C., Amaretti, A., Nicolini, M., Pompei, A., Zanoni, S., & 

Matteuzzi, D. 2005. Fermentation of Fructooligosaccharides and Inulin by 

Bifidobacteria comparative study of pure and fecal cultures. Departement of 

Pharmaceutical Sciences.pp. 6150-6158. 

Martínez, I., Kim, J., Duffy, P. R., Schlegel, V. L., & Walter, J. (2010). Resistant 

Starches Types 2 and 4 Have Differential Effects on the Composition of the 

Fecal Microbiota in Human Subjects. PLoS ONE, 5(11). 

https://doi.org/10.1371/journal.pone.0015046  

Miller, P. H., Wiggs, L. S., & Miller, J. M. (1995). Evaluation of AnaeroGen system 

for growth of anaerobic bacteria. Journal of Clinical Microbiology, 33(9), 

2388–2391. https://doi.org/10.1128/jcm.33.9.2388-2391.1995  

Milani, C., Duranti, S., Bottacini, F., Casey, E., Turroni, F., Mahony, J., Belzer, C., 

Delgado Palacio, S., Arboleya Montes, S., Mancabelli, L., Lugli, G. A., 

Rodriguez, J. M., Bode, L., de Vos, W., Gueimonde, M., Margolles, A., van 

Sinderen, D., & Ventura, M. (2017). The First Microbial Colonizers of the 

Human Gut: Composition, Activities, and Health Implications of the Infant Gut 

Microbiota. Microbiology and Molecular Biology Reviews, 81(4). 

https://doi.org/10.1128/mmbr.00036-17  

Milani, C.; Lugli, G.A.; Duranti, S.; Turroni, F.; Mancabelli, L.; Ferrario, C.; 

Mangifesta, M.; Hevia, A.; Viappiani, A.; Scholz, M.; et al. Bifidobacteria 

exhibit social behavior through carbohydrate resource sharing in the gut. Sci. 

Rep. 2015, 5, 15782 

Musilova, S., Rada, V., Marounek, M., Nevoral, J., Dušková, D., Bunesova, V., 
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